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Table 1. human periodontal disease array

Protein Symbol Protein name Control (tooth pulp cell) iPS cell-derived odontogenic epithelial cells P Value n

CRP C-reactive protein 0.27 £0.21 0.00 £ 0.01 0.11 3

IFNg Interferon y protein 0.00 + 0.01 0.04 £ 0.03 0.14 3 Table 2. List of proteins that were highly expressed in "iPS cell-derived odontogenic epithelial cells" compared to controls by proteome analysis

IL-1a Interleukin 1 alpha 1.14 £ 0.55 0.93 £ 0.49 0.68 3 . . . . . . .

IL-1b interleukin 1 beta 0.57 £ 0.17 0.98 + 0.25 0.10 3 Protein Symbol Protein name Control (tooth pulp cell)  iPS cell-derived odontogenic epithelial cells P Value n

L-2 Interleukin-2 127 + 1.96 20.24 + 15.40 0.13 3 IGHG1 Immunoglobu!in heavy constant gamma 1 14.46 £ 1.94 18.53 + 1.63 0.07 3

IL-4 Interleukin-4 0.05 + 0.08 0.47 + 0.39 0.19 3 LTF Lactotransferrin . 17.58 £ 0.48 21.58 £ 3.52 0.16 3
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IL-8 Interleukin-8 9.38 + 3.98 0.04 £+ 0.03 < 0.05 3 ' ' ’ ' :

IL-10 Interleukin-10 0.00 + 0.00 027 +0.16 0.06 3 c3 Complement C3 13.64+0.34 19.14.% 3.04 0.05 3

IL-12 Interleukin-12 0.22 £ 0.20 047 + 0.31 036 3 HBB Hemoglobin subunit beta 13.37 £ 0.74 18.51 = 0.67 < 0.01 3
X ITIH4 Inter-alpha-trypsin inhibitor heavy chain H4 13.88 £ 0.57 19.54 + 1.59 < 0.05 3

LAy InERUIR-L7 0:001£10:00 3965518 0:23 e LAMC1 Laminin subunit gamma-1 22.85 + 0.40 24.70 £ 0.42 <0.05 3

MIP-1a Macrophage Inflammatory Protein 1 a 0.00 = 0.00 0.00 £+ 0.00 - 3 HPX Hemopexin 13.56 + 0.61 22.30 + 1.40 <0.01 3

MMP-9 Matrix metalloproteinase-9 15.24 £4.32 25.48 + 9.56 0.20 3 GOLGB1 Golgin subfamily B member 1 16.58 + 0.47 17.70  0.25 <0.05 3

MMP-13 Matrix metalloproteinase-13 0.50 = 0.42 1.15+£0.39 0.15 3 LAMAS Laminin subunit alpha-5 25.50 + 0.64 27.40 + 0.81 0.05 3

OPG Osteoprotegerin 107.76 + 13.32 4.30 +2.88 <0.01 3 TGFB3 Transforming growth factor beta-3 proprotein 14.58 + 0.99 16.45 + 0.35 0.05 3

OPN Osteopontin 135.78 £ 73.61 216.46 + 89.20 0.34 3 LAMB1 Laminin subunit beta-1 23.00 £ 0.59 25.08 + 0.34 <0.05 3

Osteoactivin Osteoactivin 1574 £5.36 3.59 +2.89 <0.05 3 Value of change in magnification after Log2 conversion.

RANK Receptor activator of nuclear factor k B 2.11 £ 1.36 9.88 + 14.18 0.45 3

TGFb1 TGF-beta 1 132.02 +£ 98.26 3130.55 £+ 2291.49 0.11 3

TNFa tumor necrosis factor alpha 1.94 + 3.01 619.59 + 741.95 0.27 3

Protein concentrations (pg/mL) (mean £ standard deviation).

HEEHBE D EE &L, Osteoprotegerin(OPG)DFHEIMAFEIZH LY R ER#AEIL. alpha-2-HS-glycoprotein (AHSG)DHRIMMEFEICEH LY

FRTFATOTS Y (osteoprotegerin : OPG) (&, BIfifa, MM, s & SHaMiar 5ELSh ZHEMRMLIIHET T by VAL LTELH SN Do-2-HS-HESR 2/ ) B(AHSG)IE, MIRMRICEEICEFNRMOFKE, BHEBORRGELEE5T 5,

CiRAF REDKZipsHifawA ZE B4 H (CiRA Foundation)

$23(] HFABEERFSRD

ELD:
PSR R £ L AR E TS &L — BT
BT HIPSHBOBIL - B - HMERBAThE, SEEE. OmBEE

BT L— FZRAVTEEHRN SiPSHIIR Z BT - 1%
% - MMEFBEMETRE,

BERRANEICEEL, BRREBLICHATIARE
CO I BRICHAEELGETHYEEA.



