& COVID-19-iPSC-INCAXL-001#1 #iaf&$R

Hyo—v COVID-19-iPSC- #ratE £ ~iPS #ifa
INCAXL-001#1

A kiR E bRMM N BAA

% 7 R -g

FIRIVE 20M86 HEFEAA 20205 12 A 7H

13 StemFit AKO3N MREREER iMatrix-511MG

EEAE Feeder-free j& 1

MEE A= o H 1494 I)L X (CytoTune-iPS2.0) %{EM

(3%1) Reference; Nakagawa, et. al., Nat Biotechnol. 2008 26(1):101-106

HEBRER

HEIEE HERFE &R

SARS-CoV-2 iBinF T RT-PCR % =4k

EEHR NI TF7S5— bk £

A A5 AIEEHER PCR % e

IYVEFRFIUHRER hA*xT4vItEE = 5EUmML

A IILARE

(HIV1/2, HCV, HBV,

PCR & =4S

HTLV1/2, ParvoB19, EBV,

CMV)

i3] AR AR E ~ ES #HRatk

FEHRRE G /N2 RO 46,XX[20]

T4 I ABREAER qPCR % EERFUT

CNV 47 WGS. SNP 7 L4 PV BATT AL TR (CDS) =B
T 1kbp LLEDFHHD CNV (FH T
COSMIC census (ver.88) KU shibata list*®

SNV/Indel®*2 WGS ] A
12829 5 SNV/Indel [TEHEENT
TRA-1-60: 98.1 %
SSEA4:99.9 %

RoE<w—h— JA—YA FAKY—

TRA-2-49: 98.8 %
Oct3/4:99.8 %

Limmad (BERR)

TILhY DT

g

2.61x10% cells (EHIFEEE 74.5 %)

BEMRs (RER®)

6 BREIDIEE%. Mgk
=ILho 2B —FZ

T&EHE

35.2x10% cells ($%FE%K : 1.5x10° cells)

STR fi##7

PCR &

F+—PBMC & Rl—




(3%2) SNV/Indel; Single nucleotide variants /Insertion Deletion

(%3) T¥ERL 25 £ 8 A 20 BfF+ PMDA HEZER [PS #ila% x4 L ICRHBESh HHMEBM IR OEESEIC
By o@BR/OELD] S8

(3%4) Countess Il /A

WA

XY
o

R

CFHLZRESEVNEDLE TSN

(ips-request@cira-foundation.or.jp)

o
CIRAF

————

GiRA Foundation

Y HPEEHOARITOWVT, EIERHEIBEZ (LS


mailto:ips-request@cira-foundation.or.jp

