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CiRA Foundation

StemFit AKO3 (BkDZ%) Z=I> bO—JLE L. Basal Medium. Supplementl &Supplement2(Z93 0 Thgesd
L/7f_o HHRE(E. AKO3&ELaminin-511 EBDIEES X7 A TRITZ U JZiPSHIRRIAZEEARIDFf-MH 23s01tkZEA U
1z, FHi(EExcellent>Good>Poor>Bad & U/,

AKO3[FEEE ESHRAZREZ{RF ESERAZEEZNMRIF  1EJEA
1EFER] EE =PI R ES

© bosalMedum  Supplementl Supplement2

Stem Fit AKO3 A soln. B soln. C soln.

CiRA_F medium - DMEM « Insulin « bFGF
(Proprietary - MEM « Transferrin « TGF-B1/B3
medium) « DMEM Ham’s F-12 + Sodium Selenite ID-8

- IMDM « Albumin

« RPMI1640

Cell: Fi-MH 23s01

Substrate: LN511-E8

CiRA Foundation | Confidential | 3



IS HODIR

aiill

CIRAF

— T—
CiRA Foundation

o b
Name Basal Media B soln. | C soln. Result
A DMEM + + Bad
B DMEM Ham’s F-12 + + Excellent
C IMDM + + Excellent
D MEM + + Bad
E AKO3 + + Excellent
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CIRAF

CiRA Foundation

Name Basal Media Albumin Insulin Transferrin | Sodium Selenite | B soln. | C soln. Result
N DMEM Ham's F-12 | 1mg/mL | 100ug/mL | 100ug/mL 10nM - + Good
@) IMDM 1mg/mL | 100ug/mL | 100ug/mL 10nM - + Poor
Q AKO3 1mg/mL | 100ug/mL = 100ug/mL 10nM - + Good
E AKO3 - - - - + + Excellent
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CiRA Foundation

Name Basal Media Albumin Insulin Transferrin | Sodium | TGF-B1/B3, ID-8 bFGF B/C Result
Selenite soln.
X DMEM Ham’'s F-12 1mg/mL @ 100ug/mL | 100ug/mL | 10nM | TGF-B1 : 2ng/mL | 125ng/mL - Good
Y DMEM Ham’'s F-12 1mg/mL | 100ug/mL | 100ug/mL  10nM | TGF-B1 : 2ng/mL | 25ng/mL - Good
Z DMEM Ham’'s F-12 1mg/mL @ 100ug/mL | 100ug/mL  10nM | TGF-B1: 2ng/mL | 5ng/mL - Poor
Al DMEM Ham’'s F-12 1mg/mL @ 100ug/mL | 100ug/mL | 10nM | TGF-B1 : Ong/mL | 125ng/mL - Bad
E AKO3 - - - - B+C Excellent

Al
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CiRA Foundation

Name Basal Media Albumin Insulin Transferrin | Sodium | TGF-B1/B33, ID-8 bFGF B/C Result
Selenite soln.

Y DMEM Ham’'s F-12 1mg/mL | 100ug/mL | 100ug/mL | 10nM | TGF-B3 : 2ng/mL | 25ng/mL - Good

A6 DMEM Ham’s F-12 1mg/mL | 100ug/mL | 100ug/mL | 10nM | TGF-B1 : 2ng/mL | 25ng/mL - Good

A7 DMEM Ham’'s F-12 1mg/mL | 100ug/mL | 100ug/mL | 10nM ID-8 :500nM 25ng/mL - Poor

A10 DMEM Ham’s F-12 1mg/mL | 100ug/mL | 100ug/mL | 10nM ID-8 :2500nM 25ng/mL - Good

E AKO3 - - - - - B+C Excellent

10 ~_E
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CiRA Foundation

_ Excelent Good Poor Bad
Basal Media AKO3 DMEM Ham’s F-12 IMDM DMEM, MEM,
RPMI1640

_ 25ng/mL > 125ng/mL 5ng/mL Ong/mL
TGF-B1/B3. ID-8 TGF-B3 = TGF-B1 ID-8
Abumin tmg/m

Sodium selenite 10nM

CiRA_FoDixtE

Name Basal Media Seeding Growth Transferrin | Sodium TGF-B1/B3, ID-8 bFGF B/C Result

Selenite soln.
Y DMEM Ham’s F-12 1mg/mL 100ug/mL 100ug/mL 10nM TGF-B3 : 2ng/mL 25ng/mL - Good

A10 DMEM Ham's F-12 1mg/mL 100ug/mL 100ug/mL 10nM ID-8 :2500nM 25ng/mL - Good
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CiRA Foundation

OAFEEE7ZE (CIRA SHARE)
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DEVAI Aggregation medium
100% . Ave. o ict oond e 3rd DEVER 2x Induction medium 1
90% DEVET Induction medium 2
80% _ . Induction medium 3
o~ 7% . 5 7-11
= 60% . . . PV A Induction medium 3
c [0)
< 50% : : . S . .
40% = s — . NI
§ . iS5 FACSIC KD TroponinTiE 43R
(o ° °
20% ) [ .
10%
0%
AKO3  Al0 Y mERS ~ AKO3  A10 Y HHERS
114504 MH23s01
DEEME_BEE DML IR

CiRA Foundation | Confidential | 9



CiRA_FigthoFE &8 CIRAF

CiRA Foundation

1. FEHADIEEN FIRE/RIPSHIl Z #F5 9 DI BB I D LN TS,
2. BiEpk Uit CReiAfE s UIziPSHliie & D AntllENGSEE T DT ENTET,
3. DR D LB EINR(IKSREFIN DT,

4. AKO3 IS, FBigkiEtt & 8 U CiPSHllg S ED R EEMNMEN TLV,
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AKO3 M5AK03 LSO ERIEINE S HRX 172 2@, (LR Db E(IC KD 01EEE

Without Adaptation

Pre culture
Day0 (LN511, VTN)

Maintenance
culture
(LN511)

AKO3 AKO3 +Y

With Adaptation
Maintenance | Pass 1

DayO

(LN511, VTN)

culture
(LN511)

AKO3

a1l U 72

Myocardial
differentiation

Differentiation
medium

Pre culture Myocardial
(LN511, VTN) | differentiation

Pre culture
Day 5-7
(LN511, VTN)

Each medium

Pre culture
Dayl or 2
(LN511, VTN)

AKO03, miktEit1, iR
12, M ARESHE3

Pass -5 or
8-10

(LN511, VTN)

Pass 1
Dayl or 2
(LN511, VTN)

AKO3 + Y AKO3, mBriEthl, 1 AKO03, hERtZHh1, 5 Each medium Differentiation
ARttt 2, i ARiEh 3 BRI 2, AR 3 medium
Adaptation
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Troponin-TE 4R

ECM [Term KO3 | miGEMI | wMEM2 | mAwNS

K
CIRAF

ZEAECE30% TN T I TRUS,

< LN511 Day5-7 |90.17%(+) 92.27%(+)

3R Day50-70 94.74%(+) 93.42%(+)  92.55%(+)
N VIN Day5-7 92.12%(+)  94.04%(+) 93.27%(+)
= Day30 ND
— LN511 Day5-7 |35.19%(-) 51.94%(-)  42.34%(-)  46.90%(-)
7 Day50-70  63.44%(-) 63.73%(+)  37.78%(-)
N VIN  Day5-7  11.69%(-)  64.08%(-)  29.68%(-)
% Day30 64.09%(-) 11.35%(-) ND

114s04 : ZEEC 5% TN TEAHTRUR

MH23s01 :
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1. BB U oIS (C K B EHADIEE (I 0]JEE Th DN, AKO3 DIiPSHIEIZEED L E
EHMBNTLVZ,

2. ILEIDIEARBMR THDIMH23s01Z A TR E TR ZRETE T,
« No tame : Essential 8 - VTN
 Tame : StemUp - LN511

3. DERHRED DM EEEERIZR (L. BRI DIBMMADIEHARDIEEL T TERE LU,
4. DEFFERED M EFEREK (T, BRDEBMADTaminglCL> THEREUT,
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